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Circulating CD1c+ myeloid dendritic cells are potential precursors to LCH lesion CD1a+CD207+ cells.
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RAF/MEK/extracellular signald€“related kinase pathway suppresses dendritic cell migration and traps
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Inherited Genetic Risk Factors and Langerhans Cell Histiocytosis Relapse Events. Blood, 2018, 132,
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p53 Nongenotoxic Activation and mTORC1 Inhibition Lead to Effective Combination for Neuroblastoma
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