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Independent validation of distinct clinicopathological features and prognosis among usual-type,
mucinous-type and gastric-type endocervical adenocarcinoma categorised by new WHO classification
(2020). Pathology, 2022, 54, 555-562.

Long-read sequencing unveils high-resolution HPV integration and its oncogenic progression in
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Intravenous leiomyomatosis: molecular analysis of 17 cases. Pathology, 2020, 52, 213-217.

Two cases of ZC3H7B-BCOR high grade endometrial stromal sarcoma with an extension on its 0.6 10
morphological features. Pathology, 2020, 52, 708-712. :
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Ovarian mucinous tumors with mural nodules: immunohistochemical and molecular analysis of 3
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Implications from Recent Molecular Findings. Journal of Cancer, 2019, 10, 223-237. 2:5 39

Emerging relationships between papillary proliferation of the endometrium and endometrial
carcinoma: evidence from an immunohistochemical and molecular analysis. Virchows Archiv Fur
Pathologische Anatomie Und Physiologie Und Fur Klinische Medizin, 2019, 475, 201-209.

Exosomal let-7d-3p and miR-30d-5p as diagnostic biomarkers for non-invasive screening of cervical

cancer and its precursors. Molecular Cancer, 2019, 18, 76. 19.2 o8

Increased circulating GrMyeloid-derived suppressor cells correlated with tumor burden and survival
in locally advanced cervical cancer patient. Journal of Cancer, 2019, 10, 1341-1348.

Diagnostic and clinical utility of whole genome sequencing in a cohort of undiagnosed Chinese

families with rare diseases. Scientific Reports, 2019, 9, 19365. 33 28
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Whole-exome sequencing reveals genetic variants in ERC1 and KCNG4 associated with complete
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IGFBP-rP1 acts as a potential tumor suppressor via the suppression of ERK signaling pathway in
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