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Deciphering the activation and recognition mechanisms of Staphylococcus aureus response
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Structure and proteolytic susceptibility of the inhibitory C-terminal tail of cardiac troponin I.
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3-Chlorodiphenylamine activates cardiac troponin by a mechanism distinct from bepridil or TFP.
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The calcium sensitizer drug MCI-154 binds the structural C-terminal domain of cardiac troponin C.
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4€"(De-)sensitizationa€™ vs. &€ Uncouplingd€™: what drives cardiomyopathies in the thin filament?.
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Cardiac Troponin Complex: Cardiac Troponin C (TNNC1), Cardiac Troponin | (TNNI3), and Cardiac
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Structure and function of cardiac troponin C (TNNC1): Implications for heart failure,
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Combining a PagP fusion protein system with nickel ion-catalyzed cleavage to produce intrinsically
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Targeted expression, purification, and cleavage of fusion proteins from inclusion bodies in
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The cardiac-specific N-terminal region of troponin | positions the regulatory domain of troponin C. 71 57
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A PagP fusion protein system for the expression of intrinsically disordered proteins in Escherichia
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