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ARTICLE IF CITATIONS
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Identification of candidate genes linking systemic inflammation to atherosclerosis; results of a 15 25
human in vivoLPS infusion study. BMC Medical Genomics, 2011, 4, 64. :

Transcription profiling in human platelets reveals LRRFIP1 as a novel protein regulating platelet
function. Blood, 2010, 116, 4646-4656.

A HaemAtlas: characterizing gene expression in differentiated human blood cells. Blood, 2009, 113, 14 215
el-e9. :

Identification of variation in the platelet transcriptome associated withGlycoprotein 6haplotype.

Platelets, 2008, 19, 258-267.

Robust smooth segmentation approach for array CGH data analysis. Bioinformatics, 2007, 23,
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