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31 Nitrate Supply-Dependent Shifts in Communities of Root-Associated Bacteria in
&lt;i&gt;Arabidopsis&lt;/i&gt;. Microbes and Environments, 2017, 32, 314-323. 1.6 9

32 Complete Genome Sequence of Methylobacterium sp. Strain AMS5, an Isolate from a Soybean Stem.
Genome Announcements, 2016, 4, . 0.8 7

33 Origin and Evolution of Nitrogen Fixation Genes on Symbiosis Islands and Plasmid in
&lt;i&gt;Bradyrhizobium&lt;/i&gt;. Microbes and Environments, 2016, 31, 260-267. 1.6 42

34 Nitrogen fixation and nifH diversity in human gut microbiota. Scientific Reports, 2016, 6, 31942. 3.3 40

35 Draft Genome Sequence of <i>Methylosinus</i> sp. Strain 3S-1, an Isolate from Rice Root in a
Low-Nitrogen Paddy Field. Genome Announcements, 2016, 4, . 0.8 8

36 Metagenomic Analysis Revealed Methylamine and Ureide Utilization of Soybean-Associated
&lt;i&gt;Methylobacterium&lt;/i&gt;. Microbes and Environments, 2016, 31, 268-278. 1.6 21



4

Kiwamu Minamisawa

# Article IF Citations

37 Sulfur Fertilization Changes the Community Structure of Rice Root-, and Soil- Associated Bacteria.
Microbes and Environments, 2016, 31, 70-75. 1.6 20

38
Identification of the Hydrogen Uptake Gene Cluster for Chemolithoautotrophic Growth and
Symbiosis Hydrogen Uptake in &lt;i&gt;Bradyrhizobium Diazoefficiens&lt;/i&gt;. Microbes and
Environments, 2016, 31, 76-78.

1.6 9

39 Are Symbiotic Methanotrophs Key Microbes for N Acquisition in Paddy Rice Root?. Microbes and
Environments, 2016, 31, 4-10. 1.6 36

40
Growth Rate of and Gene Expression in <i>Bradyrhizobium diazoefficiens</i> USDA110 due to a
Mutation in blr7984, a TetR Family Transcriptional Regulator Gene. Microbes and Environments, 2016,
31, 249-259.

1.6 5
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Nicotiana tabacum. Plant Science, 2005, 169, 935-942. 3.6 37

137 Anaerobic Nitrogen-Fixing Consortia Consisting of Clostridia Isolated from Gramineous Plants.
Applied and Environmental Microbiology, 2004, 70, 3096-3102. 3.1 84

138 Bradyrhizobium elkanii rtxC Gene Is Required for Expression of Symbiotic Phenotypes in the Final Step
of Rhizobitoxine Biosynthesis. Applied and Environmental Microbiology, 2004, 70, 535-541. 3.1 29

139 New Method of Denitrification Analysis of Bradyrhizobium Field Isolates by Gas Chromatographic
Determination of 15 N-Labeled N 2. Applied and Environmental Microbiology, 2004, 70, 2886-2891. 3.1 25

140 Transgenic Lotus japonicus with an Ethylene Receptor Gene Cm-ERS1/H70A Enhances Formation of
Infection Threads and Nodule Primordia. Plant and Cell Physiology, 2004, 45, 427-435. 3.1 90

141
Novel Endophytic Nitrogen-Fixing Clostridia from the Grass Miscanthus sinensis as Revealed by
Terminal Restriction Fragment Length Polymorphism Analysis. Applied and Environmental
Microbiology, 2004, 70, 6580-6586.
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142 Expression Islands Clustered on the Symbiosis Island of the Mesorhizobium loti Genome. Journal of
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143 Evaluation of Soil DNA from Arable Land in Japan Using a Modified Direct-extraction Method. Microbes
and Environments, 2004, 19, 301-309. 1.6 41

144 Rhizobial Strategies to Enhance Symbiotic Interactions: Rhizobitoxine and
1-Aminocyclopropane-1-Carboxylate Deaminase. Microbes and Environments, 2004, 19, 99-111. 1.6 54
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145 Phylogeny and distribution of extra-slow-growing Bradyrhizobium japonicum harboring high copy
numbers of RSÃŽÂ±, RSÃŽÂ² and IS1631. FEMS Microbiology Ecology, 2003, 44, 191-202. 2.7 40

146 Quantitative and time-course evaluation of nodulation competitiveness of rhizobitoxine-producing
Bradyrhizobium elkanii. FEMS Microbiology Ecology, 2003, 45, 155-160. 2.7 26

147 Genetic diversity of native<i>Bradyrhizobium</i>populations in soybean-growing areas of Northern
Thailand. Soil Science and Plant Nutrition, 2003, 49, 255-265. 1.9 12
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149 Complete Genomic Sequence of Nitrogen-fixing Symbiotic Bacterium Bradyrhizobium japonicum
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150 Complete Genomic Sequence of Nitrogen-fixing Symbiotic Bacterium Bradyrhizobium japonicum
USDA110 (Supplement). DNA Research, 2002, 9, 225-256. 3.4 76
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152 DNA Sequence and Mutational Analysis of Rhizobitoxine Biosynthesis Genes in Bradyrhizobium elkanii.
Applied and Environmental Microbiology, 2001, 67, 4999-5009. 3.1 61

153 Endophytic Colonization and In Planta Nitrogen Fixation by a Herbaspirillum sp. Isolated from Wild
Rice Species. Applied and Environmental Microbiology, 2001, 67, 5285-5293. 3.1 411

154 A lipochito-oligosaccharide, Nod factor, induces transient calcium influx in soybean
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155 Effect of ethylene on Agrobacterium tumefaciens-mediated gene transfer to melon. Plant Breeding,
2000, 119, 75-79. 1.9 54
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elkanii. Bioscience, Biotechnology and Biochemistry, 2000, 64, 1359-1364. 1.3 3

158 Isolation and characterization of endophytic bacteria from wild and traditionally cultivated rice
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159 Rhizobitoxine Production by Bradyrhizobium elkanii Enhances Nodulation and Competitiveness on
Macroptilium atropurpureum. Applied and Environmental Microbiology, 2000, 66, 2658-2663. 3.1 120

160 New Assay for Rhizobitoxine Based on Inhibition of 1-Aminocyclopropane-1-Carboxylate Synthase.
Applied and Environmental Microbiology, 1999, 65, 849-852. 3.1 68
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162 Diversity and field site variation of indigenous populations of soybean bradyrhizobia in Japan by
fingerprints with repeated sequences RSÃŽÂ± and RSÃŽÂ². FEMS Microbiology Ecology, 1999, 29, 171-178. 2.7 30
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3.1 17
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Sequence RSÎ±. Applied and Environmental Microbiology, 1998, 64, 1845-1851. 3.1 25
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Science and Plant Nutrition, 1997, 43, 473-478. 1.9 8

168 Hydrogenase Activity of Soybean Nodules Doubly Infected with<i>Bradyrhizobium
japonicum</i>and<i>B. elkanii</i>. Soil Science and Plant Nutrition, 1996, 42, 917-920. 1.9 2
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172 Distribution of rhizobia in leguminous plants surveyed by phylogenetic identification.. Journal of
General and Applied Microbiology, 1993, 39, 339-354. 0.7 48
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various other characteristics. Applied and Environmental Microbiology, 1992, 58, 2832-2839. 3.1 58
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177 Polyamines in Rhizobium, Bradyrhizobium, Azorhizobium and Argobacterium. FEMS Microbiology
Letters, 1990, 71, 71-76. 1.8 5
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Soil Science and Plant Nutrition, 1987, 33, 645-649. 1.9 22

182 Characteristics of Asparagine Pool in Soybean Nodules in Comparison with Ureide Pool. Soil Science
and Plant Nutrition, 1986, 32, 1-14. 1.9 24
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