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of Rhizobitoxine Biosynthesis. Applied and Environmental Microbiology, 2004, 70, 535-541. 1.4 29

139 New Method of Denitrification Analysis of Bradyrhizobium Field Isolates by Gas Chromatographic
Determination of 15 N-Labeled N 2. Applied and Environmental Microbiology, 2004, 70, 2886-2891. 1.4 25

140 Transgenic Lotus japonicus with an Ethylene Receptor Gene Cm-ERS1/H70A Enhances Formation of
Infection Threads and Nodule Primordia. Plant and Cell Physiology, 2004, 45, 427-435. 1.5 90

141
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Microbiology, 2004, 70, 6580-6586.
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144 Rhizobial Strategies to Enhance Symbiotic Interactions: Rhizobitoxine and
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145 Phylogeny and distribution of extra-slow-growing Bradyrhizobium japonicum harboring high copy
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146 Quantitative and time-course evaluation of nodulation competitiveness of rhizobitoxine-producing
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154 A lipochito-oligosaccharide, Nod factor, induces transient calcium influx in soybean
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158 Isolation and characterization of endophytic bacteria from wild and traditionally cultivated rice
varieties. Soil Science and Plant Nutrition, 2000, 46, 617-629. 0.8 176
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nitrate and ammonium. Soil Science and Plant Nutrition, 1990, 36, 345-347. 0.8 0
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