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Hidden species diversity of Australian burrowing snakes (Ramphotyphlops). Biological Journal of the

Linnean Society, 2013, 110, 427-441. 16 38
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Molecular Evidence for the Nonmonophyly of the Asian Natricid
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Complex Evolution of Bile Salts in Birds. Auk, 2010, 127, 820-831.

Dissecting the major American snake radiation: A molecular phylogeny of the Dipsadidae Bonaparte
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Molecular phylogeny, classification, and biogeography of West Indian racer snakes of the Tribe
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Evolution and diversification of the Toxicofera reptile venom system. Journal of Proteomics, 2009, 72,

127-136.
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(Serpentes, Caenophidia). Zootaxa, 2008, 1945, 51-66.
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