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The CebE/MsiK Transporter is a Doorway to the Cello-oligosaccharide-mediated Induction of
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Applications of Natural Products from Soil Microbes. , 2015, , 51-77.
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Streptomyces turgidiscabies Car8 contains a modular pathogenicity island that shares virulence
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pathogen <i>Streptomyces scabies<[i>. Molecular Microbiology, 2010, 77, 252-271. 2.5 &
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biosynthetic pathway. Molecular Microbiology, 2009, 73, 409-418. 2.5 45

Thaxtomin biosynthesis: the path to plant pathogenicity in the genus Streptomyces. Antonie Van
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Virulence mechanisms of Gram-positive plant pathogenic bacteria. Current Opinion in Plant Biology,
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Streptomyces turgidiscabies Possesses a Functional Cytokinin Biosynthetic Pathway and Produces
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Cello-oligosaccharides released from host plants induce pathogenicity in scab-causing Streptomyces
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