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ARTICLE IF CITATIONS

Temozolomide Treatment Alters Mismatch Repair and Boosts Mutational Burden in Tumor and Blood
of Colorectal Cancer Patients. Cancer Discovery, 2022, 12, 1656-1675.

True conversions from RAS mutant to RAS wild-type in circulating tumor DNA from metastatic
colorectal cancer patients as assessed by methylation and mutational signature. Cancer Letters, 2021, 7.2 10
507, 89-96.

Circulating Methylated DNA to Monitor the Dynamics of RAS Mutation Clearance in Plasma from
Metastatic Colorectal Cancer Patients. Cancers, 2020, 12, 3633.

Capecitabine and Temozolomide versus FOLFIRI in RAS-Mutated, MGMT-Methylated Metastatic 70 29
Colorectal Cancer. Clinical Cancer Research, 2020, 26, 1017-1024. )

High Circulating Methylated DNA Is a Negative Predictive and Prognostic Marker in Metastatic
Colorectal Cancer Patients Treated With Regorafenib. Frontiers in Oncology, 2019, 9, 622.

Evolving neoantigen profiles in colorectal cancers with DNA repair defects. Genome Medicine, 2019, 11, 8.2 42
42. :

A randomized, multicenter, phase 2 trial comparing CAPTEM versus FOLFIRI as second-line treatment
for MGMT-methylated, RAS-mutated metastatic colorectal cancer patients. Annals of Oncology, 2019,
30, ivl35.

A Genomic Analysis Workflow for Colorectal Cancer Precision Oncology. Clinical Colorectal 9.3 29
Cancer, 2019, 18,91-101.e3. :

Whole exome sequencing analysis of urine trans-renal tumour DNA in metastatic colorectal cancer
patients. ESMO Open, 2019, 4, e000572.

Refining the selection of patients with metastatic colorectal cancer for treatment with
temozolomide using proteomic analysis of O6-methylguanine-DNA-methyltransferase. European 2.8 9
Journal of Cancer, 2019, 107, 164-174.

Colorectal cancer early methylation alterations affect the crosstalk between cell and surrounding
environment, tracing a biomarker signature specific for this tumor. International Journal of Cancer,
2018, 143, 907-920.

Temozolomide and irinotecan (TEMIRI regimen) as salvage treatment of irinotecan-sensitive advanced

colorectal cancer patients bearing MGMT methylation. Annals of Oncology, 2018, 29, 1800-1806. 1.2 32

Discovery of methylated circulating DNA biomarkers for comprehensive non-invasive monitoring of
treatment response in metastatic colorectal cancer. Gut, 2018, 67, 1995-2005.

Digital PCR assessment of MGMT promoter methylation coupled with reduced protein expression
optimises prediction of response to alkylating agents inAmetastatic colorectal cancer patients. 2.8 27
European Journal of Cancer, 2017, 71, 43-50.

Inactivation of DNA repair triggers neoantigen generation and impairs tumour growth. Nature, 2017,
552,116-120.

MET-Driven Resistance to Dual EGFR and BRAF Blockade May Be Overcome by Switching from EGFR to o4 85
MET Inhibition in<i>BRAF</i>-Mutated Colorectal Cancer. Cancer Discovery, 2016, 6, 963-971. :

Molecular Landscape of Acquired Resistance to Targeted Therapy Combinations in <i>BRAF<[i>-Mutant

Colorectal Cancer. Cancer Research, 2016, 76, 4504-4515.

Tumor MGMT promoter hypermethylation changes over time limit temozolomide efficacy in a phase I

trial for metastatic colorectal cancer. Annals of Oncology, 2016, 27, 1062-1067. 1.2 85
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Digital PCR quantification of MGMT methylation refines prediction of clinical benefit from alkylating

agents in glioblastoma and metastatic colorectal cancer. Annals of Oncology, 2015, 26, 1994-1999.

Aberrant methylation of imprinted genes is associated with negative hormone receptor status in
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The prevalence of loss of imprinting of <i>H19<[i> and <i>IGF2<[i> at birth. FASEB Journal, 2013, 27,
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Immunogenic death of colon cancer cells treated with oxaliplatin. Oncogene, 2010, 29, 482-491.

Mutations in the RASAEMAPK, PI(3)K (phosphatidylinositold€33€0OH kinase) signaling network correlate with
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