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the unfolded protein response in bladder cancer. Nature Communications, 2022, 13, 2165. 12.8 43

ALKBHS5 regulates somatic cell reprogramming in a phase-specific manner. Journal of Cell Science, 2022,
135,.

Studies on Proteind€“RNA:DNA Hybrid Interactions by Microscale Thermophoresis (MST). Methods in 0.9 1
Molecular Biology, 2022, , 239-251. :

Alleviation of Ca«...C Mismatches in DNA by the Escherichia coli Fpg Protein. Frontiers in Microbiology,
2021, 12, 608839.

ALKBH7-mediated demethylation regulates mitochondrial polycistronic RNA processing. Nature Cell
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NEIL1 and NEIL2 DNA glycosylases modulate anxiety and learning in a cooperative manner in mice.
Communications Biology, 2021, 4, 1354.

N6-methyladenosine (m <sup>6</sup> A) depletion regulates pluripotency exit by activating signaling
pathways in embryonic stem cells. Proceedings of the National Academy of Sciences of the United 7.1 18
States of America, 2021, 118, .

Intrinsic Strand-Incision Activity of Human UNG: Implications for Nick Generation in Immunoglobulin
Gene Diversification. Frontiers in Immunology, 2021, 12, 762032.

Histone Methylations Define Neural Stem/Progenitor Cell Subtypes in the Mouse Subventricular Zone. 4.0 10
Molecular Neurobiology, 2020, 57, 997-1008. ’

N6-methyladenosine regulates the stability of RNA:DNA hybrids in human cells. Nature Genetics, 2020,
52, 48-55.

Modifications and interactions at the R-loop. DNA Repair, 2020, 96, 102958. 2.8 5

OXR1A, a Coactivator of PRMT5 Regulating Histone Arginine Methylation. Cell Reports, 2020, 30,
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KDM4A regulates the maternal-to-zygotic transition by protecting broad H3K4me3 domains from 103 77
H3K9me3 invasion in oocytes. Nature Cell Biology, 2020, 22, 380-388. :

The Escherichia coli alkRA Gene Is Activated to Alleviate Mutagenesis by an Oxidized Deoxynucleoside.
Frontiers in Microbiology, 2020, 11, 263.

Deletion of Endonuclease V suppresses chemically induced hepatocellular carcinoma. Nucleic Acids 145 9
Research, 2020, 48, 4463-4479. :

5-hydroxymethylcytosine Marks Mammalian Origins Acting as a Barrier to Replication. Scientific

Reports, 2019, 9, 11065.

ALKBH overexpression in head and neck cancer: potential target for novel anticancer therapy.

Scientific Reports, 2019, 9, 13249. 3.3 a4
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Positioning Europe for the EPITRANSCRIPTOMICS challenge. RNA Biology, 2018, 15, 1-3.
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Metabolism and DNA repair shape a specific modification pattern in mitochondrial DNA. 3.4 9
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A transgenic minipig model of Huntington's disease shows early signs of behavioral and molecular
pathologies. DMM Disease Models and Mechanisms, 2018, 11, .

STIM1 R304W causes muscle degeneration and impaired platelet activation in mice. Cell Calcium, 2018,
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Differential m6A, m6Am, and m1A Demethylation Mediated by FTO in the Cell Nucleus and Cytoplasm.
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Increased nuclear DNA damafe precedes mitochondrial dysfunction in peripheral blood mononuclear
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cells from Huntingtona€™s disease patients. Scientific Reports, 2018, 8, 9817. 3.3 40

RNA m6A methylation participates in regulation of postnatal development of the mouse cerebellum.
Genome Biology, 2018, 19, 68.

Ythdf2-mediated m6A mRNA clearance modulates neural development in mice. Genome Biology, 2018, 19, 8.8 216
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Oxidized C5-methyl cytosine bases in DNA: 5-Hydroxymethylcytosine; 5-formylcytosine; and
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TORC1-dependent sumoylation of Rpc82 promotes RNA polymerase lll assembly and activity. Proceedings 71 a8
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Genome-wide profiling of DNA 5-hydroxymethylcytosine during rat Sertoli cell maturation. Cell
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Reversible RNA modifications in meiosis and pluripotency. Nature Methods, 2017, 14, 18-22. 19.0 33

NEIL3-Dependent Regulation of Cardiac Fibroblast Proliferation Prevents Myocardial Rupture. Cell

Reports, 2017, 18, 82-92.
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No cancer predisposition or increased spontaneous mutation frequencies in NEIL DNA
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Gene expression profiles in preterm infants on continuous long-term oxygen therapy suggest reduced
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A Retogenic diet accelerates neurodegeneration in mice with induced mitochondrial DNA toxicity in
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Broad histone H3K4me3 domains in mouse oocytes modulate maternal-to-zygotic transition. Nature, 97.8 484
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ALKBH1-Mediated tRNA Demethylation Regulates Translation. Cell, 2016, 167, 816-828.e16.
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Effects of Anthocyanins on CAG Repeat Instability and Behaviour in Huntington&€™s Disease R6/1 Mice.
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Impaired dynamics and function of mitochondria caused by mtDNA toxicity leads to heart failure.
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Oxidative stress causes DNA triplet expansion in Huntington's disease mouse embryonic stem cells.
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ALKBH4-dependent demethylation of actin regulates actomyosin dynamics. Nature Communications,
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ALKBH1 is a Histone H2A Dioxygenase Involved in Neural Differentiation. Stem Cells, 2012, 30, 2672-2682. 3.2 97
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