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2013, 4, 1832.

Neill is a genetic modifier of somatic and germline CAG trinucleotide repeat instability in R6/1 mice. 9.9 66
Human Molecular Genetics, 2012, 21, 4939-4947. :



20

22

24

26

28

30

32

34

36

ARNE KLUNGLAND

ARTICLE IF CITATIONS

Oxidized C5-methyl cytosine bases in DNA: 5-Hydroxymethylcytosine; 5-formylcytosine; and

5-carboxycytosine. Free Radical Biology and Medicine, 2017, 107, 62-68.

Mice Lacking Alkbh1 Display Sex-Ratio Distortion and Unilateral Eye Defects. PLoS ONE, 2010, 5, e13827. 2.5 57
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