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Expression, refolding, and activation of the catalytic domain of human blood coagulation factor XIl.
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Solution conformations of proline rings in proteins studied by NMR spectroscopy. Journal of
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Three-Dimensional Solution Structure of Cucurbita maxima Trypsin Inhibitor-V Determined by NMR
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Reactive-Site Hydrolyzed Cucurbita maxima Trypsin Inhibitor-V: Function, Thermodynamic Stability, and
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