9

papers

10

all docs

1163117

1,173 8
citations h-index
10 10
docs citations times ranked

1474206

g-index

2908

citing authors



ARTICLE IF CITATIONS

Open Targets Platform: supporting systematic druga€“target identification and prioritisation. Nucleic
Acids Research, 2021, 49, D1302-D1310.

Open Targets Platform: new developments and updates two years on. Nucleic Acids Research, 2019, 47, 145 364
D1056-D1065. )

Open Targets: a platform for therapeutic target identification and validation. Nucleic Acids Research,
2017, 45, D985-D994.

TCTN2: a novel tumor marker with oncogenic properties. Oncotarget, 2017, 8, 95256-95269. 1.8 9

A novel(folyclonal antibody library for expression profiling of poorly characterized, membrane and
secreted human proteins. Journal of Proteomics, 2011, 75, 532-547.

Improving the prediction of disulfide bonds in Eukaryotes with machine learning methods and protein

subcellular localization. Bioinformatics, 2011, 27, 2224-2230. 41 37

MemLoci: predicting subcellular localization of membrane proteins in eukaryotes. Bioinformatics,
2011, 27,1224-1230.

MemPype: a pipeline for the annotation of eukaryotic membrane proteins. Nucleic Acids Research, 2011, 145 28
39, W375-W380. )

The prediction of protein subcellular localization from sequence: a shortcut to functional genome

annotation. Briefings in Functional Genomics & Proteomics, 2008, 7, 63-73.




