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USP7 small-molecule inhibitors interfere with ubiquitin binding. Nature, 2017, 550, 534-538. 27.8 258

Fusions in solid tumours: diagnostic strategies, targeted therapy, and acquired resistance. Nature
Reviews Clinical Oncology, 2017, 14, 735-748.

Tumours with class 3 BRAF mutants are sensitive to the inhibition of activated RAS. Nature, 2017, 548,
234238, 27.8 394

Integrative Analysis Identifies Four Molecular and Clinical Subsets in Uveal Melanoma. Cancer Cell,
2017, 32,204-220.e15.

AKT Inhibition in Solid Tumors With <i>AKT1<[i> Mutations. Journal of Clinical Oncology, 2017, 35,
2251-2259. 1.6 240

OncoKB: A Precision Oncology Knowledge Base. JCO Precision Oncology, 2017, 2017, 1-16.

Recurrent activating mutations of G-protein-coupled receptor CYSLTR2 in uveal melanoma. Nature 014 236
Genetics, 2016, 48, 675-680. ’

Identifying recurrent mutations in cancer reveals widespread lineage diversity and mutational
specificity. Nature Biotechnology, 2016, 34, 155-163.

Clinical Sequencing Contributes to aBRCA-Associated Cancer Rediagnosis That Guides an Effective
Therapeutic Course. Journal of the National Comprehensive Cancer Network: JNCCN, 2015, 13, 835-845.

Clinical application of pharmacogenetics: focusing on practical issues. Pharmacogenomics, 2015, 16,

1733-1741.

Copy number alteration burden predicts prostate cancer relapse. Proceedings of the National Academy

of Sciences of the United States of America, 2014, 111,11139-11144. 71 299



