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Clinical Outcomes in Duchenne Muscular Dystrophy: A Study of 5345 Patients from the TREAT-NMD
DMD Clobal Database. Journal of Neuromuscular Diseases, 2017, 4, 293-306.

Author's Reply: Myotonic dystrophy: The occurrence of early-onset cataract. Neurology India, 2017, 65, 0.4 o
923. )

Analysis of a founder mutation in the <i>TH</i> gene in a cohort of greek patients with Parkinson's
disease. Movement Disorders, 2016, 31, 1753-1754.

A dynamic trinucleotide repeat (TNR) expansion in the DMD gene. Molecular and Cellular Probes, 2016, 01 3
30, 254-260. ’

Myotonic dystrophy type 2 presenting as inflammatory myopathy. Neurology India, 2016, 64, 1051.

The TREAT-NMD DMD Global Database: Analysis of More than 7,000 Duchenne Muscular Dystrophy 05 507
Mutations. Human Mutation, 2015, 36, 395-402. :

A simplified approach for FSHD molecular testing. Clinica Chimica Acta, 2014, 429, 96-103.

Screening Human Genes for Small Alterations Performing an Enzymatic Cleavage Mismatched Analysis o4 8
(ECMA) Protocol. Molecular Biotechnology, 2013, 55, 1-9. :



