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Association analyses of 249,796 individuals reveal 18 new loci associated with body mass index. Nature
Genetics, 2010, 42, 937-948.

Genome-wide association meta-analysis in 269,867 individuals identifies new genetic and functional

links to intelligence. Nature Genetics, 2018, 50, 912-919. 94 893

Genome-wide association study identifies eight risk loci and implicates metabo-psychiatric origins for
anorexia nervosa. Nature Genetics, 2019, 51, 1207-1214.

Parent-of-origin-specific allelic associations among 106 genomic loci for age at menarche. Nature, 13.7 548
2014, 514, 92-97. :

Study of 300,486 individuals identifies 148 independent genetic loci influencing general cognitive
function. Nature Communications, 2018, 9, 2098.

Genomic analyses identify hundreds of variants associated with age at menarche and support a role

for puberty timing in cancer risk. Nature Genetics, 2017, 49, 834-841. 94 426

Multiancestry association study identifies new asthma risk loci that colocalize with immune-cell
enhancer marks. Nature Genetics, 2018, 50, 42-53.

Genome-wide associations for birth weight and correlations with adult disease. Nature, 2016, 538,
248252, 13.7 406

The power of genetic diversity in genome-wide association studies of lipids. Nature, 2021, 600, 675-679.

A genome-wide association meta-analysis identifies new childhood obesity loci. Nature Genetics, 2012, o4 359
44,526-531. :

The Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale
Genome-Wide Interaction Study. PLoS Genetics, 2015, 11, e1005378.

Meta-analysis of Genome-wide Association Studies for Neuroticism, and the Polygenic Association

With Major Depressive Disorder. JAMA Psychiatry, 2015, 72, 642. 6.0 289

Polygenic and clinical risk scores and their impact on age at onset and prediction of cardiometabolic
diseases and common cancers. Nature Medicine, 2020, 26, 549-557.

Genome-wide association analysis identifies three new susceptibility loci for childhood body mass 14 975
index. Human Molecular Genetics, 2016, 25, 389-403. .

New loci for body fat percentage reveal link between adiposity and cardiometabolic disease risk.
Nature Communications, 2016, 7, 10495.

Meta-analysis of Genome-Wide Association Studies for Extraversion: Findings from the Genetics of

Personality Consortium. Behavior Genetics, 2016, 46, 170-182. L4 178

A Central Role for GRB10 in Regulation of Islet Function in Man. PLoS Genetics, 2014, 10, e1004235.

Overview of the current status of familial hypercholesterolaemia care in over 60 countries - The EAS

Familial Hypercholesterolaemia Studies Collaboration (FHSC). Atherosclerosis, 2018, 277, 234-255. 04 163
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Genome-wide meta-analysis uncovers novel loci influencing circulating leptin levels. Nature

Communications, 2016, 7, 10494.

Identification of Novel Genetic Loci Associated with Thyroid Peroxidase Antibodies and Clinical 15 150
Thyroid Disease. PLoS Genetics, 2014, 10, e1004123. :

A Genome-Wide Association Study of Depressive Symptoms. Biological Psychiatry, 2013, 73, 667-678.

Familial hypercholesterolaemia: A global call to arms. Atherosclerosis, 2015, 243, 257-259. 0.4 148

Large meta-analysis of genome-wide association studies identifies five loci for lean body mass. Nature
Communications, 2017, 8, 80.

Genome-wide analysis of 102,084 migraine cases identifies 123 risk loci and subtype-specific risk alleles.

Nature Genetics, 2022, 54, 152-160. 9.4 135

Genetic Determinants of Height Growth Assessed Longitudinally from Infancy to Adulthood in the
Northern Finland Birth Cohort 1966. PLoS Genetics, 2009, 5, e1000409.

Common variants at 12q15 and 12q24 are associated with infant head circumference. Nature Genetics,

2012, 44, 532-538. 9.4 130

A novel common variant in DCST2 is associated with length in early life and height in adulthood.
Human Molecular Genetics, 2015, 24, 1155-1168.

Pubertal Timing and Growth Influences Cardiometabolic Risk Factors in Adult Males and Females. 43 107
Diabetes Care, 2012, 35, 850-856. ’

Genome Wide Association |dentifies Common Variants at the SERPINA6/SERPINA1 Locus Influencing
Plasma Cortisol and Corticosteroid Binding Globulin. PLoS Genetics, 2014, 10, e1004474.

Large-Scale Cognitive GWAS Meta-Analysis Reveals Tissue-Specific Neural Expression and Potential

Nootropic Drug Targets. Cell Reports, 2017, 21, 2597-2613. 2.9 103

The role of polygenic risk and susceptibility genes in breast cancer over the course of life. Nature
Communications, 2020, 11, 6383.

Novel loci for childhood body mass index and shared heritability with adult cardiometabolic traits. 15 o5
PLoS Genetics, 2020, 16, e1008718. :

Pooling and expanding registries of familial hypercholesterolaemia to assess gaps in care and improve
disease management and outcomes: Rationale and design of the global EAS Familial
Hypercholesterolaemia Studies Collaboration. Atherosclerosis Supplements, 2016, 22, 1-32.

Pleiotropic Meta-Analysis of Cognition, Education, and Schizophrenia Differentiates Roles of Early
Neurodevelopmental and Adult Synaptic Pathways. American Journal of Human Genetics, 2019, 105, 2.6 86
334-350.

GWAS on longitudinal growth traits reveals different genetic factors influencing infant, child, and

adult BML. Science Advances, 2019, 5, eaaw3095.

Distinct Variants at LIN28B Influence Growth in Height from Birth to Adulthood. American Journal of

Human Genetics, 2010, 86, 773-782. 2.6 81
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Genome-wide association study identifies 48 common genetic variants associated with handedness.

Nature Human Behaviour, 2021, 5, 59-70.

A trans-ancestral meta-analysis of genome-wide association studies reveals loci associated with 14 76
childhood obesity. Human Molecular Genetics, 2019, 28, 3327-3338. .

A principal component meta-analysis on multiple anthropometric traits identifies novel loci for body
shape. Nature Communications, 2016, 7, 13357.

Genome-wide Studies of Verbal Declarative Memory in Nondemented Older People: The Cohorts for
Heart and Aging Research in Genomic Epidemiology Consortium. Biological Psychiatry, 2015, 77, 749-763.

Polygenic Hyperlipidemias and Coronary Artery Disease Risk. Circulation Genomic and Precision
Medicine, 2020, 13, e002725.

How Communicating Polygenic and Clinical Risk for Atherosclerotic Cardiovascular Disease Impacts
Health Behavior: an Observational Follow-up Study. Circulation Genomic and Precision Medicine, 1.6 53
2022, 15, CIRCGEN121003459.

Gain-of-Function Mutation of the <i>SCN5A</i> Gene Causes Exercise-Induced Polymorphic Ventricular
Arrhythmias. Circulation: Cardiovascular Genetics, 2014, 7, 771-781.

Genomed€wide association study of sleep duration in the <scp>F</scp>innish population. Journal of

Sleep Research, 2014, 23, 609-618. L7 a4

The genetics underlying idiopathic ventricular fibrillation: A special role for catecholaminergic
polymorphic ventricular tachycardia?. International Journal of Cardiology, 2018, 250, 139-145.

Disentangling the genetics of lean mass. American Journal of Clinical Nutrition, 2019, 109, 276-287. 2.2 38

Shared genetic risk between eating disorderd€sand substanced€usea€related phenotypes: Evidence from
genomea€wide association studies. Addiction Biology, 2021, 26, e12880.

Independent evidence for an association between general cognitive ability and a genetic locus for
educational attainment. American Journal of Medical Genetics Part B: Neuropsychiatric Genetics, 2015, 11 25
168, 363-373.

Integration of questionnaire-based risk factors improves polygenic risk scores for human coronary
heart disease and type 2 diabetes. Communications Biology, 2022, 5, 158.

Identifying nootropic drug targets via large-scale cognitive GWAS and transcriptomics.

Neuropsychopharmacology, 2021, 46, 1788-1801. 2.8 12

Targeted Resequencing of the Pericentromere of Chromosome 2 Linked to Constitutional Delay of
Growth and Puberty. PLoS ONE, 2015, 10, e0128524.

Multiomics and digital monitoring during lifestyle changes reveal independent dimensions of human 9.9 8
biology and health. Cell Systems, 2022, 13, 241-255.¢7. :

Antiarrhythmic Action of Flecainide in Polymorphic Ventricular Arrhythmias Caused by a

Gaind€eofa€runction Mutation in the Na<sub>v</[sub>1.5 Sodium Channel. Annals of Noninvasive
Electrocardiology, 2016, 21, 343-351.

LIN28B affects gene expression at the hypothalamic-pituitary axis and serum testosterone levels.

Scientific Reports, 2019, 9, 18060. L6 >
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Transient modification of lin28b expression - permanent effects on zebrafish growth. Molecular and

Cellular Endocrinology, 2019, 479, 61-70.

Multi-Trait Analysis of GWAS and Biological Insights Into Cognition: A Response to Hill (2018). Twin

56 Research and Human Genetics, 2018, 21, 394-397. 0.3 3

Assessment of multifactorial coronary artery disease by utilizing genomic data. Duodecim, 2017, 133,

776-81.

Genealogy and clinical course of catecholaminergic polymorphic ventricular tachycardia caused by

58 the ryanodine receptor type 2 P2328S mutation. PLoS ONE, 2020, 15, e0243649. 11 1



